
r

303.+/0READ: 13.0

-0.5READ:

ZAA

a3 3o3READ: -0. 1

10,6READ:

JO_/_ °?o 3>O3 +10READ: 9.7

READ: -0.4

30^READ: 1,6

271
ss

4.4READ:

BG
0.020
0.03S

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

AA
0,044
0.095

0.010
0.006

ZAA
0.010
0.006

ZAA
0,014
0.010

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

BG
0.021
0.029

BG
0.030
0.041

BG
0.035
0.085

PEAK HEIGHT (AESORBANCE)
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

A A
0.022
0,043

AA
0.054 
0.045

AA
0.079
0.069

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (AESORBANCE)
PEAK AREA (ABS-SECONDS)

AA
0.031
0.063

BG
0.027
0.03S

MEAN = 0.6 STD.DEV.= COEF.VAR.= 99,99 %
******♦********#*******♦*******************************#****#*******«**** + *****•!

MEAN= 11.3 STD.DEV.= COEF.VAR.= 21.48%
********** IF* * * * ****************************************************************1

ZAA
0.033
0,016

MEAN= 10.1 STD.DEV,= COEF.VAR.= 6.12 %
********** 4 **!(• ***************************************************** **********i

SE
BG

0.026
0,062

AA
0.022
0.044

AA
0.075
0.067

ZAA
0.051
0.029

ZAA
0.012
0.006

NEAN= -0.3 STD,DEV.= COEF.VAR.= 82.59 %
*********** ******************♦*************************************************<
SEE

ZAA
0.051
0.027

EG
0.020
0. 037



TAA BG

3oH+JOREAD; 8,5

ZAA

7,2READ;

2r7&READ; 6,6

6.24

READ: -0,5

C^cnA^. CzlQ.READ; -0.5

READ ; 36.4

f

CW. Ca£ ■ Qizi. 6a>s>)READ; 35.0

35,7

se:

L

0,040
0,090

BG
0,080
0.061

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

0,040
0.025

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

ZAA
0.010
0,006

BG
0.083
0.059

0.074
0.115

PEAK. HEIGHT (ABSORBANCE)
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE)
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE)
PEAK AREA (ABS-SECONDS)

AA
0.072
0,077

BG
0,015
0.029

BG
0,032
0,062

BG
0.018
0.033

AA
0,142
0,108

AA
0.020
0,039

AA
0.073
0.083

BG
0,032
0,056

ZAA
0,044
0,021

O n 
A (

MEAN= 6.5_- STD. DEV. = COEF.VAR.= 43,42 %
********************************************************************************
SE

NEAN= 6.9 STD.DEV.= COEF.VAR.= 6.24 %
*******************************************************************************1
SE

ZAA
0,220
0,085

ZAA
0,100
0.050

ZAA
0.010
0.006

MEAN= 35,7 STD.DEV,= COEF,VAR.= 2.52 7<
*******************************************************************************1

MEAN = -0,5 STD,DEV,= COEF,VAR.= 2,94 %
********** *"*#**'* *****************************************************************
SEE

BG
0.044
0,058

AA
0.021
0.035

AA
0,300
0.146

AA
0.292
0.147

0,048
0,022

ZAA
0,212
0.088



READ: 20.0

276 +70READ: 16.5

READ: 1.0

OcxJ?. CxtO _READ: 1 . 1

READ: 35.9

37 S££ 63 s3READ: 37.3

273

BG
0.076
0.051

AA
0. 1 43
0.114

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

ZAA
0.010
0.009

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK. HEIGHT (ABSORBANCE)
PEAK AREA (ABS-SECONDS)

AA
0.304
0. 141

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

PEAK HEIGHT (ABSORBANCE) 
PEAK AREA (ABS-SECONDS)

BG
0,048
0.071

AA
0.023
0.035

ZAA
0.221
0,087

BG
0.016
0.027

AA
0.298
0.142

BG
0.077
0.055

AA
0.020
0,035

ZAA
0.096
0.042

ZAA
0.228
0.090

EG
0.017
0.026

MEAN= 36.6 STD.DEV.= COEF.VAR.= 2.60 %
********************************************************************************

MEAN= 18.3 STD.DEV.= COEF.VAR.= 12.82%
********** (F* * * *TF* ***#********♦*#***#*#***«**#***#*****###*#*###*##**#**#*##*****

SE

NEAN= 1.1 STD.DEV.= COEF.VAR.= 6.17 %
********************************************************************************
SE

ZAA
0.012
0.009



(g)

L i near

1oooo 1 sampler Position:Sample ID: B l ank Sequence NO .

-0.001

Mean Pk Area (A-s): -0.001 SD : 0.0003 RSD<7.) : 27.0

Auto-zero performed.

Sequence No . : 00002Samp I e ID ; standard 1

RSD(7.) : 7 . 1SD : 0.00540.076Mean Pk Area (A-s):

20.0 JStandard number 1 applied. c

00003standard 2 Sequence No. ;Sample ID;

0.132

) :

) :

RSD(7. ) : 1.60.55SD :Mean cone (ug/L ) : 34.6

35.03Standard number 2 appt ied. [

00004Sequence No.Sample ID: standard 3

113

Peak Height (A): 0.010
Background Pk Height (A): 0.021

0.038
0.080

Peak Height (A): 0.189
Background Pk Height (A): 0.027

Peak Height (A): 0.102
Background Pk Height (A): 0.024

Peak Height (A): 0.193
Background Pk Height (A); 0.027

Peak Height (A): 0.124
Background Pk Height (A); 0.020

o . 036
0.072

Peak Area ( A--s ) :
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

0.037
0.130

34.3

Peak Area ( A-s):
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

sampler Position; 3

o . 039
0.133

35.0

Sampler Position. 2

0.034
-0.001

0.031 
-0.001

Peak Area (A-s): 0.079
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

EIement; As
Time; 19:43
ID/Wei ght File: 
Cai ioration Type;

Sampler Position; 4

Element File; AS_CLP
Date; 11/13/87
Data Storage File; As_data
Technique; HGA

Peak Height (A); 0.010
Background Pk Height (A); 0.019

Peak Area (A-s): 0.071
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

Peak Area (A-s): 0.129
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); -0.001
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);



) :

) :

49.7 RSD(7.) :Mean Cone (ug/L ) : SD : 1.38 2.8

standard number 3 app I ied. [ 50.0]

samp Ie ID: 5 Sequence No. 00005

0.001

> :

-0.003

) :

RSD(7.) : 115.2Mean Cone ( ug/L ) : o. o

sampler Position: 600006Sequence No .

concentration (ug/L

) : J//
RSD(7. ) : 5.62.324 1.0 SD :Mean cone (ug/L ) :

00007NO .Sample ID: Sequence7

-0.000

) :

) :

105.7RSD(7.) :SD : 1 . 19> : 1 . 1(ug/LMean cone

114

B/k 1

Peak Height (A): 0.013
Background Pk Height (A). 0.026

Peak He i ght ( A ) ■■ 0.012
Background Pk Height (A): 0.018

Peak Height (A): 0.268
Background Pk Height (A)-. 0.030

Peak Height (A); 0.011
Background Pk Height (A); 0.021

Peak Height (A): 0.259
Background Pk Height (A): 0.032

0.037
0.001

0.3

0.030
0.002

0.5

Peak Height (A): 0.191
Background Pk Height (A): 0.026

Peak Height (A): 0.199
Background Pk Height (A): 0.031o . 047

0.160
42.7

Peak Area (A-s):
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration <ug/L

Peak Area (A-s):
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area ( A-s ) ■■
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

0.041
0 . 148 

39.4

0.037 
-0.002

-0.4

0.036
0.007

2.0

Peak Area (A-s): 0.190
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

Sampler Position: 5

Peak Area (A-s) 0.147
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

0.045
0 . 19 1

50.7

Sampler Position-. 7

Peak Area (A-s): 0.159
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s); 0.182
Background Pk Area (A-s): 0.046
Blank Corrected Pk Area (A-s): 0.184 
Concentration (ug/L ): 48.7

Sample ID: 6

Peak Area (A-s): o.006
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concent ration (ug/L

Peak He i ght (A) : 0.011
Background Pk Height (A): 0.021

0.65



Samp Ie ID: 8 Sequence No. 00008 Sampler Position: 8

) : z.2.
Mean cone (ug/L ) : o . & SD : 1.35 RSD(7.) : 243.8

Sampie ID: 9 Sequence No.: 00009 Sampler Position: 9

-o.004

) :

-0.001

concent ration (ug/L

Mean Cone (ug/L ) : -o. 3 SD : 0.59 RSD(7. ) : 200.2

Sample ID: 10 Sequence no . 000 10

0.043

) :

6/kQl
Mean Cone SD : 0.18 RSD(7. ) : 65.6(ug/L ) : 0.3

1 1Sample ID: 000 1 1 sampler Position;1 1 Sequence No .

-0.001
O . 025

) :

-0.002
0.023

) :

1x3

&lk.2-

Peak Height (A): 0.009
Background Pk Height (A); 0.019

Peak Height (A): 0.009
Background Pk Height (A):

Peak Heignt (A): 0.012
Background Pk Height (A): 0.028

Peak Height (A): 0.010
Background Pk Height (A):

Peak Height (A); 0.010
Background Pk Height (A); 0.023

Peak Height (A): 0.015
Background Pk Height (A); 0.029

Peak Height (A): 0.011
Background Pk Height (A); 0.026

Peak Height (A): 0.010
Background Pk Height (A): 0.027

0.053
0.006

1 . 5

0.029
0.000

0 . 1

Peak Area (A-s)■
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concent ration (ug/L

Peak Area < A-s);
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
Concentration (ug/L

o . 046
0.000

0 . 1

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

0.044
0.001

0.040
-0.003 

-0.7

Peak Area (A-s); o.000
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

0.041 
-0.001

-0.2

Peak Area (A-s); 0.004
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

sampler Position: 10

o . 002
0.4

0.041
-0.002 

-0.4

Peak Area (A-s): -0.001
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
concentration (ug/L ): 0.2

Peak Area (A-s): -o.003
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L ):



6/kQa.
Mean Cone (ug/L ) : -0.0 0.21 RSD(’/.) : 532.7

Samp Ie ID: Sequence12 no . 000 12

) :

Concentration (ug/L

BSD (7.) : 220.3Mean Cone ) : 0.5 SD : 1.12(ug/L

1 3000 13 Sampler Position;samp Ie ID; 13 sequence No .

0.039 ( A ) :

) :

( A ) : 0.058

(ug/L 0.17 RSD(7.) : 1 . 6Mean ) : 10.6 SD :C

000 1 4 Sampler Position; 1 4Samp l e ID: 14 Sequence No .

0.036
<

) :

0.097

RSD(7.) ; 5.21.29SD ;24.9Mean (ug/L ) :■one

000 1 5NO .samp Ie ID; 1 5 Sequence

0.033

) ;

0.032

> ;

116

0.042
0.005

1.3

Peak Height 
Background

Peak Height (A); 0.058
Background Pk Height (A);

Peak Height (A); 0.070
Background Pk Height (A);

Peak Height
Background Pk Height (A); 0.033

Peak Height (A); 0.010
Background Pk Height (A): 0.028

Peak He ight (A) ; 0.010
Background Pk Height (A); o.024

: 0.061 
(A-S > ;

25.8

0.053
0.039

10.5

SD ;

Peak Area (A-s):
Background Pk Area (A-s); 
Blank corrected Pk Area 
concentration (ug/L

He ignt (A) : 0.155
Background Pk Height (A); o.042

Peak Height (A); —
Backqround_£K_-k+e5'qht (A);

0.048
0.033

8.8

0.053 
<A-S > : 0.0

10.7 ,

0.059 
(A-S): 0.09

24.0./

Peak Area (A-s); 0.096
Background Pk Area
Blank Corrected lBK4rea 
Concent rat igj»-<ug/L ) ■■

Peak Area (A-s): 0.038
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
Concentration (ug/L

. 053
(A-S): 0.039

10.4

Peak Area (A-s): 0.004
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);

) ;

Peak Area (A-s): 0.089
Background Pk Area (A-s): 
Blank corrected Pk Area 
Concentration (ug/L

0.047 
-0.001

-0.3

Sampler position: 12

Sampler Position; 15

Peak Area (A-s): o.038 
Background Pk Area (A-s>-> 
Blank Corrected Pi>-A<ea 
Concent rat ion^xIg/L ) :

Peak Area (A-s); 0.032
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): -o.002
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

0J1&&----------
Tgnt (A) ; o . 035



Mean Cone < ug/L ) : RSD(7. )

samp I e ID; 16 Sequence 000 16NO . :

concentration (ug/L

concentration (ug/L 3056+50
Mean cone (ug/L 27 . o) : RSD(7. ) ■ 1 . 7

Samp I e ID; 17 000 1 7 Sampler Position; 1 7sequence No.;

) :

CaJLconcentration (ug/L

Mean cone 0.8 SD : 0.65 RSD(7.) ; 81.6( ug/L ) ;

000 18Sample ID. 18 Sequence No.

0.121

Concentration (ug/L

<57^.Concentration (ug/L 55
0.38 RSD(7.) : 1.2Mean Cone SD ;(ug/L ) ; 32.3

Sequence No. 000 19samp i e ID; 1 9

z 0.071

) :

0.239

117

Peak He ignt (A); 0.010
Background Pk Height (A); 0.021

Peak Height (A); 0.158
Background Pk Height (A); 0.039

Peak Height (A). 0.167
Background Pk Height (A); 0.038

Peak Height (A); 0.178
Background Pk Height (A); 0.027

Peak Height (A); 0.168
Background Pk Height (A); 0.026

Peak He i gnt (A); 
Background Pkj+e

0
CTht ( A ) ;

0.043
0.005

1 . 2

Peak He i gnt (A):
Background Pk Height (A); 0.069

o . 050
0.120

0.049
0.122

32.6

Peak Area (A-s) ;
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

> :

0.049
0.100

26.7

0.063
0.103

27.4

0.001
0-3

0.089
(A-S); 0.174

46.5

Peak Area (A-s); 0.119
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

); 32.0

Sampler Position; 18

3056
12 .

<"0.082 
(A-S); 0.170

Peak Area (A-s); 0.169
Background Pk Area (A-js. 
Blank, corrected Pk>-<rea

Peak Area (A-s); 0.102
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) ;

Peak He ignt (A); 0.012
Background Pk Height (A); 0.025

Peak Area (A-s); 0.099
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) ;

Peak Area (A-s); 0.173 
Background Pk Area (A-s); 
Blank corrected Pk Area 
concentration (ug/L

Peak Area (A-s); 0.004
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

sampler Position; 16

sampler Position; 19

Peak Area (A-s); o.000 
Background Pk Area (A-s); 0.044
Blank corrected Pk Area (A-s);

) ;

0.46



concentration (ug/L ) :

Mean cone ) : RSD ( 7. ) : 1.9

Samp Ie ID: 20 sequence no. 00020

t ha t

0.088

) :

great than that

6.3

Samp Ie ID: 21 Sequence No. ■■ 0002 1 sampler Position: 21

> :

) : 3o7
Mean cone ( ug/L RSD ( 7. ) :) : 11.1 SD : 0.93 8.4

Sample ID: 22 00022Sequence No .

)

) :
Mean Cone (ug/L 29.7 SD : 2.0) :

Sequence No.: Sampler Position: 2300023

118

Peak Height (A): 0.063
Background Pk Height (A); 0.023

Peak. Height (A): 0.167
Background Pk Height (A); 0.033

Peak Height (A): 0.062
Background Pk Height (A): 0.024

Peak He ignt (A): o. 171
Background Pk Height (A); 0.035

Peak Height (A): 0.073
Background Pk Height (A); 0.028

of the highest standard.
Peak Height (A): 0.322
Background Pk Height (A); 0.076

is greater than
67.7

0.049
0.044

0.102
70%

0.056
0.110

29.3

0.058
0.113

30 . 1

of the highest standard.
4.24 RSD (7.) :

0.090
0.243

64.7

The sampi
Mean corlc

0.046
0.039

10.4

that
SD :

Sampler Position: 22

Sampler Position: 20

The sample absorbance is greater than
Peak Area (A-s): 0.264
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concent ration (ug/L

The sample absorbance is
Peak Area (A-s): 0.242
Background Pk Area (A-s>
Biank Corrected Pk Ar^a (A-s): 

concentration (ucr/L );

?3%
0.58

Peak Area (A-s): 0.043
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L ): 11.7

peak Area (A-s): 0.109
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.038
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

of the h i ghest sjLarrtJard . 
Peak He i gn>-cAT7 0.303 

Backqperrnd Pk Height (A)-.

sample ID: 23

Peak Area (A-s): 0.112
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

■absorbance
(ug/L ):

Peak Area (A-s): 0.034
Background Pk Area (A-s): 0.041
Blank Corrected Pk Area (A-s): 0.035
Concentration (ug/L ): 9.4

307+23
RSD (7.) :

0.86



O . 049

) :

7.4) : 0.74Mean Cone (ug/L

Sample ID: 24 sequence 00024NO .

> :

0 . 109
0.057

) :

SD : RSD(%):Mean cone (ug/L ) : 27.4

00025Sequence No .

) :

) :

RSD('/.) : 2 . 10.23Mean cone (ug/L ) :

00026Sequence No .Sample ID: 26

) :

concentration (ug/L 3o?
RSD(7.) : 0.6( ug/L 30.8Mean cone ) :

Sequence No. 00027

119
L

30^

Peak Height (A): 0.090
Background Pk Height (A): 0.032

Peak Height (A): 0.077
Background Pk Height (A): 0.030

Peak Height (A): 0.077
Background Pk Height (A): 0.027

Peak Height (A): 0.177
Background Pk Height (A): 0.033

Peak He i ght (A); 0.181
Background Pk Height (A); 0.037

Peak Height (A); 0.154
Background Pk Height (A); 0.031

Peak Height (A): 0.065
Background Pk Height (A): 0.025

O . 058
0.051

13.6

0.058
0.115

30.7

0.067
0.116

30.9

0.043
0.049

13.2

0.046
0.051

sampler Position: 24

Peak Area (A-s) ■
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 0.110
concentration (ug/L ): 29.3

Peak Area (A-s): 0.050
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

0.046
0.096

25.6

Sampler Position; 26

Sampler Position: 27

87%
SD: 0.18

Peak He ignt (A): 0. 181
Background Pk Height (A): 0.043

Peak Area (A-s): 0.048
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s); 0.050
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.038
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.115
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concent ration (ug/L

sample ID: 27

sample ID: 25

Peak Area (A-s); 0.114
Background Pk Area (A-s).
Blank corrected Pk Area (A-s);

) :

Sampler Position: 25

Peak Area (A-s): 0.095
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);
Concent ration (ug/L

87%
a. 59

3^8
RSD(7.) :10.0

9.4

13.4



Concentration (ug/L ) : 13.6

Concentration (ug/L

Mean Cone ) :(ug/L 12.9 SD : 1 . 08 RSD ( 7.) : 8.4

Samp Ie ID: 28 Sequence NO.: 00028 Sampler Position: 28

concentration (ug/L

) : 310 +
Mean Cone 1.53(ug/L ) : 29.8 RSD (7.) : 5 . 1

Sequence No.: 00029 Sampler Position: 29

concentration (ug/L

) :

1 . 25 RSD (7.) : 5 85.7Mean cone (ug/L ) : 0.2 SD :

Sample ID: 30 00030 sampler Position: 30Sequence No.

) :

) :

32
(ug/L SD : 1 . 52 RSD (7.) :Mean Cone ) : 31.8

Sampler Position: 31sequence No. 00031

o . 046

120

3ID

. Co)

Peak Height (A): o.009
Background Pk Height (A): 0.027

Peak Height (A): 0.009
Background Pk Height (A): 0.024

Peak. He i ght ( A ) ; 0.173
Background Pk Height (A): 0.033

peak He ight (A) : o. 181
Background Pk Height (A); 0.029

Peak He i ght ( A ) ■■ 0.195
Background Pk Height (A): 0.039

Peak Height (A): 0.162
Background Pk Height (A); 0.027

Peak Height (A): 0.075
Background Pk Height (A): 0.028

0.053
0.108

28.7

0.060
0.116

30.9

0.040
0.004

1 . 1

0.054
0.115

30.8

0.052 
-0.003 

-0.7

Peak He ight (A) ; 0.010
Background Pk Height (A): 0.024

CcJ?. SM- (&)
4.8

Peak Area (A-s): 0.005
Background Pk Area (A-s):

Peak Area (A-s): 0.114
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concent ration (ug/L

0.056
0.124

32.9

Peak Area (A-s): 0.003
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);

) :

Sample ID: 29

Sample ID; 31

Peak Area (A-s); -0.004
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.122
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.115
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) ;

Peak Area (A-s): 0.107
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concent ration (ug/L

Peak Area (A-s): 0.044
Background Pk Area (A-s); o.050
Blank Corrected Pk Area (A-s): 0.045

): 12.1

SD :



concentration (ug/L

3/1Concentration (ug/L

Mean Cone (ug/L ) : 0.7 1.21 RSD(7.) : 169.4SD :

Samp Ie ID: 32 Sequence No. 00032

) :

Concentration (ug/L

Mean cone (ug/L ) : 20.7 0.34 RSD(7.> : 1 . 7

Sequence No. 00033

0.024

Concentration (ug/L 3/52
Mean cone (ug/L ) : 7.0 RSD(7.) : 6.2

00034Samp Ie ID; 34 Sequence No.

) :

concentration (ug/L

RSD(7. > :Mean Cone 30.3(ug/L ) :

sequence No. 00035

Peak Area (A-s): 0.024 Peak Height (A); 0.036

121X.-

Peak Height (A): 0.009
Background Pk Height (A): 0.026

0.082
0.027

7.3

Peak Height (A): 0.047
Background Pk Height (A): 0.046

Peak Height (A): 0.158
Background Pk Height (A); 0.059

Peak Height (A); 0.134
Background Pk Height (A); 0.034

Peak Height (A): 0.133
Background Pk Height (A); 0.031

Peak Height (A): 0.042
Background Pk Height (A): 0.051

Peak He ight (A): o. 158
Background Pk Height (A): 0.059

0.053
0.077

20.4

0.092
0.109

29 . 1

0.051 
-0.001

-0 . 1

Blank corrected Pk Area (A-s):
) :

0.078 
0 .

6.7

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

0.006
1.6

0.056
0.079

20.9

sampler Position: 34

Sampler Position: 32

Sampler Position: 33

0.091
0. 118

31.5

sampler Position: 35

Peak Area (A-s): 0.108
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

sample ID: 33

Sample ID: 35

3/5 4-50
5.6

Peak Area (A-s); 0.117
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) :

Peak Area (A-s): -0.002
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);

) :

Peak Area (A-s): 0.077
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s); 0.076
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

Peak Area (A-s); 0.026
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L ):

0.44



Background Pk Height (A): 0.035

) :

) : 3/3
Mean Cone (ug/L ) : 6.3 SD : 0.56 RSDC/.) : 8.9

Samp Ie ID: 36 00036sequence No.;

) :

0.096

) :

RSD(7.):Mean Cone (ug/L SD ; 1.82) : 25 . 1

Sequence no. 00037

) :

) :

0.9Mean Cone SD : 0.09(ug/L 9.9) :

Sequence No. ■■ 00038samp Ie ID: 38

) :

) :

RSD(7. ) :Mean Cone (ug/L 31.1) ;

sequence No. 00039

1 & *3

Peak He ight (A) : o.060
Background Pk Height (A): 0.038

Peak He ight (A): 0.154
Background Pk Height (A); 0.037

Peak Height (A): 0.162
Background Pk Height (A): 0.039

Peak Height (A): 0.063
Background Pk Height (A): o.040

0.061
0.022

5.9

0.068
0.091

24.3

0.082
0.119

31.7

0.072
0.037

9.9

Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L 

0.071
o.

9.8

Peak He ight (A) : 0. 177
Background Pk Height (A): 0.049

Peak Height (A): 0.182
Background Pk Height (A): 0.048

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concent ration (ug/L 3!3+ao

4.9

Samp Ie ID: 37

0.085
0.115

30.5

0.069
0.098

26.0

3^+20
2.8

Sampler Position: 37

Sampler Position: 39

Peak Area (A-s): 0.036
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.090
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

0.064
0.025

6.7

Peak Height (A): 0.039
Background Pk Height (A); 0.036

peak Area (A-s); 0.021
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s): 0.036
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Sampler Position: 36

Sample ID; 39

Peak Area (A-s): 0.118
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Sampler Position: 38

Peak Area (A-s): 0.113
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

RSDC 7.) :



) :

Ct™/. CaJ-
RSD(7.) : 798.8Mean Cone (ug/L ) ; 0.0 SD: 0.19

Samp Ie ID: 40 Sequence No. 00040 Sampler Position; 40

) :

) :

SD ; 2.47Mean Cone (ug/L ) ; 33.5

1£3s.

Peak Height (A); 0.010
Background Pk Height (A); 0.025

Peak Height (A); 0.008
Background Pk Height (A): 0.023

Peak Height (A); 0.189
Background Pk Height (A): 0.029

????????????????????????????????????????????????????????????????????????????????

0.059
0.119

3 1.8

0.055 
-0.000

-0 . 1

Peak Height (A): 0.194
Background Pk Height (A); 0.029

0.050
0.001

0.2 Z

0.060
0.132

35.3

Peak Area (A-s): 0.118
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

CoyJ- CzJ- (3$)
BSD (7. ) : 7.4

Peak Area (A-s); 0.131
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); -0.002
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): -0.001
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
Concentration (ug/L ):



(S)

AS_CLP

As_data
L i near

Sample ID: B I ank Sequence oooo 1 Sampler Position:No. : 1

-o.ooo

Mean Pk Area (A-s); o . 002 SD : 0.0027 RSD(7.) : 14 1.7

Auto-zero performed.

00002sample ID: standard 1 Sequence No.

0.033

0.0360.061

i

Mean Pk Area (A-s); 0.0026 RSD(7.) ; 3.40.076 SD :

standard number 1 applied. [ 20.0)

124

Li

Peak Height (A). 0.017
Background Pk Height (A): 0.034

Peak He ignt (A) ; o.116 
Background Pk Height (A):

Peak Heignt (A): 0.124
Background Pk Height (A):

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

Sampler Position: 2

o . 057
0.07S

0.048 
-0.000

Peak Height (A): 0.023
Background Pk Height (A); 0.034

E l ement File: , 
Date: 11/16/87 
Data Storage File:
Techn i que: hga

E I ement ■■ As
Time: 13:58 
iD/we i gnt File:
Cali Prat ion Type:

Peak Area (A-s); 0.076
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 0.074

Peak Area (A-s): 0.004
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

o . 050
0.004

Peak Area (A-s): o.080
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);



Sample ID: Standard 2 00003Sequence NO . :

Concentration (ug/L

0.053

) ;

Mean Cone (ug/L ) : 37.4 SD : 2.23 RSD(7. ) : 6.0

standard number 2 applied. t 35.0]

sample ID; Standard 3 Sequence No. 00004

) ;

0.205

) :

RSD (7.) :SD : 2.12 4.3Mean cone (ug/L ) : 49.3

Standard number 3 applied. 50.0]c

00005 Sampler Position: 5Samp Ie ID: 5 sequence No.

) :

-o.002

Concentration (ug/L

Mean Cone (ug/L RSD (7.) ;SD :) : -o. o

sequence No.; 00006Samp Ie ID; 6

0.231Peak Height (A);0.179Peak Area (A-s);

125

Peak Height (A): 0.017
Background Pk Height (A); 0.033

Peak. Height (A): 0.017
Background Pk Height (A); 0.034

Peak Height (A)•• o.194
Background Pk Height (A); 0.035

Peak Heignt (A); 0.212
Background Pk Heignt (A): 0.033

Peak Height (A): 0.255
Background Pk Height (A); 0.039

Peak Height (A): 0.300
Background Pk Height (A): 0.039

0.060
0.191

47.8

0.050
0.003

0.8

0.073
0.203

50.8

0.064
0.136

35.8

Sampler Position: 4

Peak Area < A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s)■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) ;

CohA* CoJ •
1.21 RSD (7.) : 139.2

Sampler Position; 6

Sampler Position; 3

Peak Heignt (A); 0.218
Background Pk Height (A); 0.034

0.057
-0.003 

-0.9

Peak Area (A-s); 0.193
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration <ug/L

Peak Area (A-s); 0.150
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 0.148
Concentration (ug/L ); 38.9

Peak Area (A-s); 0.138
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

Peak Area (A-s); 0.176
Background Pk Area (A-s); 0.060
Blank corrected Pk Area (A-s); 0.175
Concentration (ug/L ); 44.1

Peak Area (A-s). 0.005
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L



0.064 Background Pk Height (A); 0.035

Concentration (ug/L

Mean Cone (ug/L ) : 0.52 RSD(7. ) : 1 . 2

7Samp i e ID; Sequence No. 00007

) :

> :

Mean Cone < ug/L 0.88 RSD(7. ) :) : 11.1 SD :

Sampler Position: 8Sample ID; 8 Sequence No . 00008

) :

) :

Mean Cone (ug/L ) : 32.3 14.4

sequence No.: 00009Sample ID; 9

) :

Concentration (ug/L

BSD < 7.) : 12.02.94Mean Cone (ug/L SD :) : 24.6

10 sequence No. ■■ ooo 1 osamp Ie ID;

126
L

6V/)/ci/-

300,

Peak Height (A); 0.191
Background Pk Height (A): 0.0450.075

0.115
29.0

Peak Height (A); 0.073
Background Pk Height (A): 0.041

Peak Height (A): 0.250
Background Pk Height (A): 0.062

Peak Height (A): 0.083
Background Pk Height (A): 0.040

Peak He ight (A)•• 0.141
Background Pk Height (A); 0.047

Peak Height (A); 0.215
Background Pk Height (A): 0.049

Peak Height (A): 0.158
Background Pk Height (A): 0.044

Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

0.081
0.089

22.6

0.085
0.141

35.5

0.082
0.106

26.7 j

8.0

0.071
0.041

10.5

Sampler Position; 7

Sampler Position; 9

Peak Area (A-s); 0.117
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s): 0.143
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s): 0.108
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);

) ;

Sampler Position: 10

Peak Area (A-s); 0.197
Background Pk Area (A-s); 0.093
Blank corrected Pk Area (A-s): 0.195
concentration (ug/L ): 49.3

Peak Area (A-s); 0.043
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.091
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concent ration (ug/L

Peak Area (A-s): 0.048
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

44.4

o. 066
0.046

1 1 .7 „

RSD(7. ) :4.65



Mean Cone (ua/L ) : 47.3 RSD ( 7.) •• 6 . 1

samp Ie ID: 11 Sequence No.: 000 1 1 Sampler Position: 1 1

o . 028

) :

7) :

Mean Cone (ug/L ) : 6.9 SD : 0.31 4.5

Sequence No . ; 00012

) :

0.120

) :

Mean Cone (ug/L ) : 28.8 5.3

Sampie ID: 13 Sequence No. 000 13

0.018

) :

0.028

£) :

Mean Cone (ug/L ) : 5.3 SD : 1 . 75 RSD <7. > : 32.7

Sample ID; 14 Sequence No. 000 14

0.094

127

0.078
0.118

29.9

Peak Height (A): 0.044
Background Pk Height (A): 0.044

peak Heignt (A): 0.049
Background Pk Height (A); 0.040

Peak Height (A): 0.246
Background Pk Height (A); 0.053

Peak Height (A): 0.170
Background Pk Height (A); o.oso

peak Heignt (A): 0.157
Background Pk Height (A): 0.046

Peak Heignt (A): 0.040
Background Pk Height (A); 0.044

Peak Height (A): 0.041
Background Pk Height (A); 0.037

Peak Height (A): 0.161
Background Pk Height (A): 0.050

0.074
0.027

6.7

0.079
0.016

4 . 1

0.079
0.110

27.7

Peak Area (A-s);
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentrat ion (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area 
concentration (ug/L

Peak Area (A-s ) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

0.077
0.028

7 . 1

Peak Area (A-s): 0.112
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

0.066 
(A-S): 0.026

6.6

sampler Position: 12

sampler Position: 14

sampler Position- 13

Peak Area (A-s): 0.096
Background Pk Area (A-s): 0.084
Blank corrected Pk Area (A-s): i
Concentration (ug/L ); 23.7

sample ID: 12

Peak Area (A-s): 0.181
Background Pk Area (A-s): 0.090
Blank corrected Pk Area (A-s): 0.179
Concentration (ug/L ): 45.3

Peak Area (A-s): 0.030
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

2.87

RSD (7. ) :

1.53 RSD (7.) .



3i5B+^o) :

Mean Cone (UCf/L ) : 2.24 8.9RSD(7. ) :

Sample ID: 1 5 Sequence No. 000 15 Samp I er Pos i t i on: 1 5

0.036

) :

0.032

a 3 J I?) ■■

RSD(7.) : 9.5Mean cone ( ug/L ) : 8. 1 SD : 0.77

00016sample ID: 16 sequence No.

concentration (ug/L

0.121

Concentration (ug/L

0.49 RSD(7.) :Mean Cone ( ug/L ) : 30.4

Samp Ie ID: 000 1 717 Sequence No.

-0.002
0.056

) :

-0.010

Cwl. c*j. && Co)) :

RSD ( 7.) : 72.1SD : 1.38( ug/L ) :Mean cone -1.9

Samp I er Posi t i on; 18Sequence No. 000 18sampie ID: 18

128•w

Peak Heignt (A): 0.019
Background Pk Height (A); 0.031

Peak He i gnt (A): o.048
Background Pk Height (A). 0.045

0.056
0.140

Peak Heignt (A); 0.047
Background PK Height (A); 0.046

0.076
0.122

30.8

Peak Height (A): 0.191
Background Pk Height (A): 0.030

o . 090
0.119

30.1

Peak He i gnt (A): o.173
Background Pk Height (A): 0.049

0.073
0.034

8.6

0.083
0.030

7.5

0.063 
(A-S);

-0.004 
-0.9

Peak Area (A-s) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s)■
Background Pk Area (A-s):
Blank Corrected PK Area (A-s):
Concentration (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

peak Area (A-s)■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s ) ■■
Background Pk Area (A-s).
Blank Corrected Pk Area (A-s):

) :

Peak Heignt (A): 0.016
Background Pk Height (A); 0.036

1.6

0.063 
-0.011

-2.9

Peak Area (A-s): 0.141
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

Peak Heignt (A): 0.164
Background Pk Height (A): 0.037

Peak Area (A-s): 0.124
Background PK Area (A-s):
Blank corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.109
Background Pk Area (A-s); 
Blank Corrected Pk Area 
Concentration (ug/L

Peak He ignt (A): 0.181
Background Pk Height (A): 0.048

sampler Position: 17

sampler Position: 16

25.3

SD :



Concentration (ug/L ) : 35.2

Concentration (ug/L

(ug/L ) : 33.9Mean cone

Samp Ie ID; 19 No. : 000 1 9sequence

) :

3/7Concentration (ug/L

RSD(7.) '■ 22.51.37Mean cone 6. 1( ug/L ) :

Sampler Position: 2000020sequence No. :

Concentration (ug/L

3/7'y-^oconcentration (ug/L

RSD(7.) : 2.4Mean cone (ug/L ) : 27.5

00021Samp Ie ID: 2 1 Sequence No.

) :

0.027

3JB) :

RSD(7» ) : 2 1.2SD :Mean Cone (ug/L 1 . 16) : 5.5

sequence No. 00022

0.087

129

0.028
7 . 1

Peak Height (A): 0.054
Background Pk Height (A): 0.038

o . 087
0 . 107

27 . 1

0.065 
0 . 

32.6

Peak Height (A): 0.039
Background Pk Height (A); 0.043

Peak Height (A): o.045
Background Pk Height (A): 0.042

Peak Height (A): 0.045
Background Pk Height (A): 0.033

Peak Height (A): 0.158
Background Pk Height (A): 0.046

0.076
0.018

4.6

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area 
Concentration (ug/L

Peak Height (A); 0.164
Background Pk Height (A): 0.042

Peak He ight (A )•. 0 .164
Background Pk Height (A): 0.048

0.020
5 . 1

Peak Area (A-s): 0.098
Background Pk Area (A-s):

o . 070 
( A-s ) o . 

6.3

Sampler Position; 21

Sampler Position; 22

Peak Area (A-s); 0.131
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);

) ;

Peak Area (A-s): 0.109
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) :

Sample ID; 20

Sampler Position: 19

Peak Area (A-s): 0.022 
Background Pk Area (A-s): o.080
Blank Corrected Pk Area (A-s):

) ;

Sample ID: 22

Peak Area (A-s): 0.030
Background Pk Area (A-s); 0.061
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.020
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s): 0.113
Background Pk Area (A-s); 0.076
Blank Corrected Pk Area (A-s); 0.111

): 28.0

Peak Height (A); 0.191
Background Pk Height (A): 0.035

0.67



concentration (ug/L

Concentration (ug/L

Mean Cone (ug/L ) : 25.6 7.6

Sample ID; 23 Sequence No. 00023 Sampler Position: 23

0.071

> :

-0.003

) :

Mean cone < ug/L ) : -1.6 SD : 0.46

Sequence No. 00024

concentration (ug/L

) :

Mean Cone (ug/L ) : 21.6 RSD(7o): 0.0

Sample ID: 25 Sequence no . ■■ 00025 Sampler Position: 25

) :

) :

2.7(ug/L ) ;Mean cone

ID : 26 Sequence No.; 00026Samp Ie

Peak Heignt (A); 0.197Peak Area (A-s); 0.132

ISO

( ) : O JI!

Peak Heignt (A): 0.097
Background Pk Heignt (A): 0.048

Peak Height (A); 0.100
Background Pk Height (A); 0J153

Peak Height (A); 0.157
Background Pk Height (A): 0.043

0.089
O . 072

18.1

Peak He ignt (A); o.018
Background Pk Height (A): 0.042

Peak He ight (A) . 0.136
Background Pk Height (A): 0.045

Peak Height (A): 0.142
Background Pk Height (A): 0.037

0.078
0.107

27.0

0.087
0.069

17.4

Peak Height (A); 0.020
Background Pk Height (A): 0.038

0.076
0.085

2 1.6

0.070 
0 .

2 1.6

Peak Area (A-s) ■■
Background Pk Area (A-s);
Blank Corrected Pk Area 
Concent ration (ug/L

-0.008 
-1.9

0.066 
(A-S): -0.005

-1.3

Sampler Position: 26

J2J
-

RSD (7.) :

Peak Area (A-s): 0.087
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.087
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.109
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);

) :

Peak Area (A-s): -0.006
Background Pk Area (A-s):
Blank. Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.071
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

sample ID; 24 Sampler Position; 24

Blank corrected Pk Area (A-s): 0.096
) ; 24.2

Peak Area (A-s); 0.074
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

1 . 94 RSD (7.) ■

RSD ( 7. ) :

0.01

0.48



Background Pk Height (A); 0.054

) :

) :

Mean Cone (ug/L ) : 34.6 RSD(7.) :SD : 2.30

Samp Ie ID: 27 Sequence No. 00027 Sampler Position-. 27

) :

Mean

Sample ID:

0.045

) :

Mean C

0.001

) :

-0.004
0.0350.059

CclQ< (o)) :

RSD(7. ) :< ug/L 94.4Mean cone ) : -0.8

sequence No. ■■ 00030

131

Sample

r ea
) :

0.094
0.143

36.2

0.095
0.131

33.0

Peak Height (A): 0.021
Background Pk Height (A): 0.036

Peak Height (A): 0.088
Background Pk Height ( A) ■■ 0.042

Peak Height (A); 0.216
Background Pk Height (A); 0.055

Peak Heignt (A): 0.091
Background Pk Height (A): o_. 0j43

Peak Height (A); 0.014
Background Pk Height (A):

Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

0 86 
(A-S):

14.0

Peak Height (A).- 0.198
Background Pk Height (A): 0.046

Peak He i gnt^j_A4--—o . 203
Pi^He i ght (A) :

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area ( A-s ) ■■
Background Pk Area (A-s): 
Blank Corrected Pk Area 
Concentration (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

-0.006 
-1.4

0.084 
(A-S): 0.

13.1

0.063 
-0.001

-0.3

: 0.084
(A-S): 

28.0

Peak Area (A-s): 0.113
Background Pk Area (A^s- 
Blank Corrected Pl>-<rea 
concent rat ion^^etfg/L ) ■

o . 079 
(A-s):

29 .

Sampler Position: 30

Peak Area (A-s): 0.145
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s); 0.117
Background Pk Area (A-s): 
Blank corrected Pk Area 
Concentration (ug/L

Peak Area (A-s): 0.057 
Background Pk Area (A^s. 
Blank CorrectedPp-
Concent rat i oj>-<ug/L

sample ID: so

6.7

o . 054

0.79



Mean Cone ( ug/L ) : 0.29

Samp I e ID: 31 sequence No. 0003 1

0.080

) :

0.085

) :

Mean Cone RSD (7.) :( ug/L ) : 0.83 4.0

Sequence 00032NO .

concentration (ug/L

0.248

) :

Mean Cone (ug/L RSD( 7. ) :) : 4 1.3 SD :

samp Ie iD; 00033 sampler Position: 99 Sequence No.■

0.063

) :

RSD (7. ) : 1.9(ug/L ) :Mean cone

sequence No. 0003410Sample ID:

152

330

0.086
0.163

4 1.1

Peak Height (A): 0.192
Background Pk Height (A): 0.042

Peak Height (A): 0.192
Background Pk Height (A): 0.035

Peak Height (A); 0.127
Background Pk Height (A): 0.048

Peak Height (A): 0.106
Background Pk Height (A)-. 0.047

o . 089
0.083

2 1.0

0.087
0.061

15.5

Peak Height (A): 0.237
Background Pk Height (A): 0.063

Peak He ight (A):
Background Pk Height (A); 0.063

r

0.096
0.164

4 1.5

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s ) ■■
Background Pk Area (A-s).
Blank Corrected Pk Area (A-s):
Concentration (ug/L

0.7

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
Concent ration (ug/L

o. 087
0.079

19.8

0.068
0.134

33.7

Sampler Position: 31

Peak Height (A): 0.129
Background Pk Height (A); 0.054

Peak Height (A): 0.100
Background Pk Height (A): 0.041

Peak Area (A-s): 0.165
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);

) :

Peak Area (A-s); 0.166
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

sample ID: 32

Sampler Position: 10

Sampler Position: 32

Peak Area (A-s): 0.065
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.134
Background Pk Area (A-s): 0.068
Blank Corrected Pk Area (A-s). 0. 
concentration (ug/L ); 33.3

Peak Area (A-s): 0.136
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L ):

RSD ( 7.) :SD •

20.4

o . 28

0.083



) :

Concentration (ug/L

Mean Cone (ug/L ) : 37.4 2.11 5.6

Sample ID; 11 sequence No. 00035 Sampler Position: 1 1

0.075

) :

) :

S'
Mean Cone (ug/L 18.5 SD : o. 08 BSD (7.) : 0.4) :

Sample ID: 12 Sequence 00036NO .

Concentration (ug/L

Concentration (ug/L 33//.30
BSD (7.) ; 3.0Mean cone (ug/L ) : 4 1.0

00037 Sampler Position: 13Sample ID: sequence No.1 3

0.068

) :

0.076

BSD (7.) :(ug/L ) : 8.4Mean cone

133•w

33/

33.2

Peak He Ignt (A) : o.232
Background Pk Heignt (A): 0.046

Peak Heignt (A): 0.120
Background Pk Height (A): 0.057

Peak Height (A): 0.248
Background Pk Height (A): 0.058

Peak Height (A): 0.108
Background Pk Height (A): 0.042

Peak Height (A); 0.237
Background Pk Height (A): 0.053

peak Heignt (A): 0.125
Background Pk Height (A): 0.049

O . 099
0.073

18.5

0.082 
(A-S);

0.101
0.166

4 1.9

Peak Area ( A-s ) ■■
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

0.102
0.159

40.2

Peak Area (A-s):
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concent ration (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area 
concentration (ug/L

0.097
0.142

35.9

0.091
0.066

16.7

0.093
0.074

18.6

Peak Height (A); 0.225
Background Pk Heignt (A): 0.057

Peak Area (A-s): 0.161
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.168
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

Peak He ignt (A)o. 101
Background Pk Height (A): 0.046

Peak Area (A-s): 0.144
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

sampler Position: 12

Peak Area (A-s): o.076
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.156
Background Pk Area (A-s): 0.091
Blank Corrected Pk Area (A-s): 0.154
Concentration (ug/L ): 38.9

SO : BSD (7.) :

1.22

0.074



Sampl e ID: 1 4 Sequence 00038 Sampler Position: 1 4NO .

Concentration (ug/L

concentration (ug/L

Mean cone (ug/L ) : 35.4 Rsor/. > : 1 . 1SD :

Sample ID: 15 Sequence No. 00039

0.058

) :

0.067

concentration (ug/L

Mean cone (ug/L 1.67) : 15.3 SD :

Sample ID; sampler Position:16 Sequence NO . : 00040 16

) :

concentration (ug/L 533/9 5
RSD ( 7.) : 5.9Mean cone (ug/L 37 . 1 SD :) :

0004 1 Sampler Position: 17samp Ie ID: 17 sequence No.

o . 062

) :

-O.009

C^, &U- (o)) :

RSD (7.) : 46.2( ug/L -2.0Mean Cone ) :

154

Peak Height (A): o.ois
Background Pk Height (A): 0.034

Peak Height (A): 0.014
Background Pk Height (A): 0.032

0.092
0.139

35.1

Peak Height (A): 0.100
Background Pk Height (A); 0.043

0.084
0.153

38.6

Peak Height (A); 0.106
Background Pk Height < A) ■■ 0.0440.086

0.065
16.4

0.087
0.056

14.1

0.093
0.141

35.7

0.095
0.141

35.5

-0.005 
-1.3

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s):
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
Concentration (ug/L

Peak Height (A): 0.207
Background Pk Height (A): 0.041

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

Peak. Height (A): 0.2 17
Background Pk Height (A): 0.052

Peak Height (A): 0.213
Background Pk Height (A): 0.046

peak Height (A); 0.206
Background Pk Height (A). 0.050

U.UOD i

8?%
0.39

0.065 
-0.010

-2.6

Peak Area (A-s): 0.155
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s); 0.143
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s); 0.141
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.143
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);

) :

Peak Area (A-s): -0.003
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concent ration (ug/L

sampler Position: 15

RSD ( 7.) :

2.19

0.92




